
OTR11-S-A-P Blast 70910J 
 
>ens|ENSMUSP00000051132 pep:known 
           chromosome:NCBIM36:6:112442851:112455574:-1 
           gene:ENSMUSG00000049112 transcript:ENSMUST00000053306  
          Length = 388 
 
 Score = 45.9 bits (96), Expect = 6e-04 
 Identities = 20/20 (100%), Positives = 20/20 (100%) 
 
Query: 1   TFVLSRRSSSQRSCSQPSSA 20 
           TFVLSRRSSSQRSCSQPSSA 
Sbjct: 369 TFVLSRRSSSQRSCSQPSSA 388 
 
 
>tr|Q8R561|Q8R561_RAT Oxytocin receptor.[Rattus norvegicus] 
          Length = 388 
 
 Score = 45.9 bits (96), Expect = 6e-04 
 Identities = 20/20 (100%), Positives = 20/20 (100%) 
 
Query: 1   TFVLSRRSSSQRSCSQPSSA 20 
           TFVLSRRSSSQRSCSQPSSA 
Sbjct: 369 TFVLSRRSSSQRSCSQPSSA 388 
 
 
>tr|Q3UPR2|Q3UPR2_MOUSE (Oxtr)2 days pregnant adult female oviduct 
          cDNA, RIKEN full-length enriched library, 
          clone:E230031F21 product:hypothetical protein, full 
          insert sequence. (Fragment).[Mus musculus] 
          Length = 84 
 
 Score = 45.9 bits (96), Expect = 6e-04 
 Identities = 20/20 (100%), Positives = 20/20 (100%) 
 
Query: 1  TFVLSRRSSSQRSCSQPSSA 20 
          TFVLSRRSSSQRSCSQPSSA 
Sbjct: 65 TFVLSRRSSSQRSCSQPSSA 84 
 
 
>tr|Q3UPP9|Q3UPP9_MOUSE (Oxtr)2 days pregnant adult female ovary 
           cDNA, RIKEN full-length enriched library, 
           clone:E330009N18 product:oxytocin receptor, full insert 
           sequence. (Fragment).[Mus musculus] 
          Length = 380 
 
 Score = 45.9 bits (96), Expect = 6e-04 
 Identities = 20/20 (100%), Positives = 20/20 (100%) 
 
Query: 1   TFVLSRRSSSQRSCSQPSSA 20 
           TFVLSRRSSSQRSCSQPSSA 
Sbjct: 361 TFVLSRRSSSQRSCSQPSSA 380 
 
 
>sp|P70536|OXYR_RAT (Oxtr)Oxytocin receptor (OT-R).[Rattus 
           norvegicus] 
          Length = 388 



 
 Score = 45.9 bits (96), Expect = 6e-04 
 Identities = 20/20 (100%), Positives = 20/20 (100%) 
 
Query: 1   TFVLSRRSSSQRSCSQPSSA 20 
           TFVLSRRSSSQRSCSQPSSA 
Sbjct: 369 TFVLSRRSSSQRSCSQPSSA 388 
 
 
>sp|P97926|OXYR_MOUSE (Oxtr)Oxytocin receptor (OT-R).[Mus musculus] 
          Length = 388 
 
 Score = 42.4 bits (88), Expect = 0.006 
 Identities = 19/20 (95%), Positives = 19/20 (95%) 
 
Query: 1   TFVLSRRSSSQRSCSQPSSA 20 
           TFVLSR SSSQRSCSQPSSA 
Sbjct: 369 TFVLSRCSSSQRSCSQPSSA 388 
 
 
>ens|ENSOCUP00000005151 pep:known 
           genescaffold:RABBIT:GeneScaffold_5961:14373:58904:-1 
           gene:ENSOCUG00000005953 transcript:ENSOCUT00000005950  
          Length = 393 
 
 Score = 41.5 bits (86), Expect = 0.012 
 Identities = 17/19 (89%), Positives = 19/19 (100%) 
 
Query: 1   TFVLSRRSSSQRSCSQPSS 19 
           TFVLSRRSSSQRSCSQP++ 
Sbjct: 374 TFVLSRRSSSQRSCSQPTT 392 
 
 
>ens|ENSPTRP00000025138 pep:known 
           chromosome:CHIMP2.1:3:9011536:9030608:-1 
           gene:ENSPTRG00000014582 transcript:ENSPTRT00000027267  
          Length = 389 
 
 Score = 40.6 bits (84), Expect = 0.022 
 Identities = 17/20 (85%), Positives = 19/20 (95%) 
 
Query: 1   TFVLSRRSSSQRSCSQPSSA 20 
           +FVLS RSSSQRSCSQPS+A 
Sbjct: 370 SFVLSHRSSSQRSCSQPSTA 389 
 
 
>tr|Q9BDP3|Q9BDP3_SHEEP Endometrial oxytocin receptor.[Ovis aries] 
          Length = 391 
 
 Score = 40.6 bits (84), Expect = 0.022 
 Identities = 17/19 (89%), Positives = 18/19 (94%) 
 
Query: 1   TFVLSRRSSSQRSCSQPSS 19 
           TFVLSR SSSQRSCSQPS+ 
Sbjct: 372 TFVLSRHSSSQRSCSQPST 390 
 
 



>sp|Q28756|OXYR_SHEEP (OXTR)Oxytocin receptor (OT-R).[Ovis aries] 
          Length = 391 
 
 Score = 40.6 bits (84), Expect = 0.022 
 Identities = 17/19 (89%), Positives = 18/19 (94%) 
 
Query: 1   TFVLSRRSSSQRSCSQPSS 19 
           TFVLSR SSSQRSCSQPS+ 
Sbjct: 372 TFVLSRHSSSQRSCSQPST 390 
 
 
>sp|P56494|OXYR_MACMU (OXTR)Oxytocin receptor (OT-R).[Macaca 
           mulatta] 
          Length = 389 
 
 Score = 40.6 bits (84), Expect = 0.022 
 Identities = 17/20 (85%), Positives = 19/20 (95%) 
 
Query: 1   TFVLSRRSSSQRSCSQPSSA 20 
           +FVLS RSSSQRSCSQPS+A 
Sbjct: 370 SFVLSHRSSSQRSCSQPSTA 389 
 
 
>sp|P30559|OXYR_HUMAN (OXTR)Oxytocin receptor (OT-R).[Homo sapiens] 
          Length = 389 
 
 Score = 40.6 bits (84), Expect = 0.022 
 Identities = 17/20 (85%), Positives = 19/20 (95%) 
 
Query: 1   TFVLSRRSSSQRSCSQPSSA 20 
           +FVLS RSSSQRSCSQPS+A 
Sbjct: 370 SFVLSHRSSSQRSCSQPSTA 389 
 
 
>ens|ENSETEP00000000409 pep:novel 
           genescaffold:TENREC:GeneScaffold_7583:30612:34235:-1 
           gene:ENSETEG00000000514 transcript:ENSETET00000000514  
          Length = 367 
 
 Score = 37.5 bits (77), Expect = 0.19 
 Identities = 16/19 (84%), Positives = 17/19 (89%) 
 
Query: 1   TFVLSRRSSSQRSCSQPSS 19 
           TFVLS RSSSQ SCSQPS+ 
Sbjct: 348 TFVLSHRSSSQGSCSQPST 366 
 
 
>tr|Q8AYS5|Q8AYS5_HYLJA (MTR)Mesotocin receptor.[Hyla japonica] 
          Length = 389 
 
 Score = 36.1 bits (74), Expect = 0.49 
 Identities = 15/20 (75%), Positives = 19/20 (95%) 
 
Query: 1   TFVLSRRSSSQRSCSQPSSA 20 
           TFVLSR+SSSQ+S +QPS+A 
Sbjct: 370 TFVLSRKSSSQKSITQPSTA 389 
 



 
>sp|Q90252|MTR_BUFMA Mesotocin receptor (MTR).[Bufo marinus] 
          Length = 389 
 
 Score = 36.1 bits (74), Expect = 0.49 
 Identities = 15/20 (75%), Positives = 19/20 (95%) 
 
Query: 1   TFVLSRRSSSQRSCSQPSSA 20 
           TFVLSR+SSSQ+S +QPS+A 
Sbjct: 370 TFVLSRKSSSQKSITQPSTA 389 
 
 
>sp|P56449|OXYR_BOVIN (OXTR)Oxytocin receptor (OT-R).[Bos taurus] 
          Length = 391 
 
 Score = 35.7 bits (73), Expect = 0.66 
 Identities = 15/19 (78%), Positives = 17/19 (89%) 
 
Query: 1   TFVLSRRSSSQRSCSQPSS 19 
           TFVLS+ SSSQR CSQPS+ 
Sbjct: 372 TFVLSQYSSSQRRCSQPST 390 
 
 
>tr|Q6WNV4|Q6WNV4_RANCA Mesotocin receptor.[Rana catesbeiana] 
          Length = 384 
 
 Score = 34.4 bits (70), Expect = 1.7 
 Identities = 14/19 (73%), Positives = 18/19 (94%) 
 
Query: 1   TFVLSRRSSSQRSCSQPSS 19 
           TFVLSR+SSSQ+S +QPS+ 
Sbjct: 365 TFVLSRKSSSQKSITQPST 383 
 
 
>ens|ENSCAFP00000008302 pep:known 
           chromosome:BROADD2:20:12362059:12380683:1 
           gene:ENSCAFG00000005553 transcript:ENSCAFT00000008950  
          Length = 367 
 
 Score = 33.9 bits (69), Expect = 2.3 
 Identities = 15/19 (78%), Positives = 16/19 (84%) 
 
Query: 1   TFVLSRRSSSQRSCSQPSS 19 
           TFVLS  SSSQRS SQPS+ 
Sbjct: 348 TFVLSHHSSSQRSSSQPST 366 
 
 
>tr|Q3LRX3|Q3LRX3_TARGR Mesotocin receptor.[Taricha granulosa] 
          Length = 393 
 
 Score = 32.1 bits (65), Expect = 7.8 
 Identities = 14/20 (70%), Positives = 17/20 (85%) 
 
Query: 1   TFVLSRRSSSQRSCSQPSSA 20 
           T VLSR+SSSQ+S +QPS A 
Sbjct: 374 TVVLSRKSSSQKSIAQPSMA 393 
 


